Table S1: RT-PCR primers

Gene Primer sequence
Bel2l1 GCTGGGACACTTTTGTGGAT
TGTCTGGTCACTTCCGACTG

Mcl1 (qPCR)

TCAAAGATGGCGTAACAAACTGG

CCCGTTTCGTCCTTACAAGAAC

Ebf1 CCCTCCAACTGCAGTAGCTC
GCAAGGTCGGTGATTTTIGTT
GCATCCAACGGAGTGGAAG
Ebf1 (qPCR) GATTTCCGCAGGTTAGAAGGC
Paxs GCTCCTCATACTCCATCAGT
GATGACATGAAAGCCAACT
CCATCAGGACAGGACATGGAG
Pax5 (qPCR) GGCAAGTTCCACTATCCTTTGG
Stat5a GTGAAGCGCTCAACATGAAA
CGGTCTGGGAACACGTAGAT
Bol2l GCTGGGACACTTTTGTGGAT
TGTCTGGTCACTTCCGACTG
Tcfeza TTGACCCTAGCCGGACATAC
CATCCCTGCTGTAGCTGTCA
Voreb1/2 GCGAAGCTTCGACTTTTCTCCTTCCCACTC
GCGGAATTCTCCCAGGTTCCTGCTGAGATA
1gll1 (A5) GCGAAGCTTACACACTACGTGTGGCCTTGT
GCGGAATTCTCAGCAGAAAGGAGCAGAGCT
| of CACACATCCCGTCAGATGTC
TGAGGCTTCACGTGCATTAG
Dntt ATGGTTCAGGATGGGTTTCA
CTGGGCTGCTTGAACTTTTC
Hort CTTCCTCCTCAGACCGCTTT
ACAGAGGGCCACAATGTGAT
ACCATGGGATGGAGATGGATCTTTC
ViJ558 GLT CTCAGGATGTGGTTACAACACTGTG
V,.7183-DJC CGGTACCAAGAASAMCCTGTWCCTGCAAATGASC
b ATGCAGATCTCTGTTTTTGCCTCC
V,.J558-DJC CGAGCTCTCCARCACAGCCTWCATGCARCTCARC
b ATGCAGATCTCTGTTTTTGCCTCC
Y CCACATGCCTTTCTTCAGGGACAAGTGGGA
Sk GLT GTTATGTCGTTCATACTCGTCCTTGGTCAAC
GAGGGGGTTAAGCTTTCGCCTACCCAC
3" GLT GTTATGTCGTTCATACTCGTCCTTGGTCAAC
VI GGCTGCAGSTTCAGTGGCAGTGGRTCWGGRAC
kI TTGGTCAACGTGAGGGTGCTG
V,1-C, CGCGAATTCTCAGGCTCCCTGATTGGAGACAAGG
GACCTAGGAACAGTCAGCACGGG
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Table S2: Oligonucleotides used for ChIP analysis

Region Forward primer Reverse primer
Cish TAACTTGTCCCCAACCCAGT TGGACCGAGAAAGGAAACAC
5'<° prom GGAATGGTAAAAACAACCAAGC AGGCTACAGCCATTTCACTTC
3'«° prom CACTAACTGCTGAGCCACCTC GGGTAGCTGCGAAAGCTTAAC
MAR (iEx) TTTGTGACATGACCTTAACTGG GTTGCCTTTGGCTAGGGAAG
iEx (5') enh CTTCCCTAGCCAAAGGCAAC AGAATTATGAGCAGCCTTTCC
iEx (3") enh GGGAAAGGCTGCTCATAATTC ACTGTAATCTGGGCCACCTG
3'Ex enh GCTACCGTCACACTGCTTTG AGTGCTGGATACAGCCTTGG
Ed enh AGGGACAGATCACCATTTCG GCTGGGCAGTGAGAAAAATC
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